Crystal data 
Related literature
For the biological activity of spiro-pyrrolidine derivatives, see: Obniska et al. (2003) ; Peddi et al. (2004) ; Kaminski & Obniska (2008) ; Stylianakis et al. (2003) ; Waldmann (1995) . For the use of optically active pyrrolidines as intermediates, chiral ligands or auxiliaries in controlled asymmetric synthesis, see : Suzuki et al. (1994) ; Huryn et al. (1991) . For related structures, see: Ganesh et al. (2012) ; Wei et al. (2011) . For puckering parameters, see : Cremer & Pople (1975) and for hydrogen-bond motifs see Bernstein et al. (1995) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). Data collection: APEX2 (Bruker, 2008 ); cell refinement: SAINT (Bruker, 2008) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 for Windows (Farrugia, 2012) ; software used to prepare material for publication: SHELXL97 and PLATON (Spek, 2009). 2004). These derivatives possess anticonvulsant (Kaminski & Obniska, 2008) and anti-influenza virus (Stylianakis et al., 2003) activities. Highly functionalized pyrrolidines have gained much interest in the past few years as they constitute the main structural element of many natural and synthetic pharmacologically active compounds (Waldmann, 1995) . Optically active pyrrolidines have also been used as intermediates, chiral ligands or auxiliaries in controlled asymmetric synthesis (Suzuki et al., 1994; Huryn et al., 1991) .
X-Ray analysis confirms the molecular structure and atom connectivity as illustrated in Fig. 1 . The geometries of the pyrrolidine and indole systems are comparable with those in related structures (Wei et al., 2011; Ganesh et al., 2012) The central pyrrolidine ring adopts an envelope conformation on the N2 atom, with puckering parameters q 2 = 0.419 (2) Å, φ = 1.555 (2) (Cremer & Pople, 1975 ) . The pyrrolidine ring in the chloro-indole ring system adopts a twisted conformation on the C7 and C8 atoms, with puckering parameters of q 2 = 0.124 (2) Å, φ = 306.8 (7). The pyrrolidine ring in the indole ring system adopts an envelope conformation on the C12 atom, with puckering parameters q 2 = 0.113 (2) Å, φ = 251.6 (9).
In the crystal, six hydrogen bonds formed by each molecule. These include the formation of three inversion related contacts and atom O3 acting as a trifurcated acceptor. The molecules are stabilized by intermolecular C-H···O hydrogen bonds forming R 2 2 (8)rings from C9-H9···O3, contacts (Bernstein et al., 1995) while C5-H5···O3 contacts and C22-H22B···O3, H bonds generate R 2 2 (16) rings resulting in a three dimensional array Figure 2 .
A mixture of 1 equivalent of (E)-methyl 2-(5-chloro-1-methyl-2-oxoindolin-3-ylidene) acetate, 1 equivalent of isatin, 1H-indole-2,3-dione, and 1.5 equivalent of sarcosine, N-methylglycine were dissolved in acetonitrile. This reaction mixture was refluxed at 80°C for 8 hours. Progress of the reaction was monitored by thin layer chromatography. The product was dried and purified by column chromatography using ethyl acetate and hexane (1:9) as eluent to afford the title compound. acetate at room temperature.
Refinement
The H atom bound to N3 was located in a difference Fourier map and its coordinates and atomic displacement parameter were refined freely. All H atoms bound to C were fixed geometrically and allowed to ride on their parent atoms, with C-H distances fixed in the range 0.93-0.97 Å and with U iso (H) = 1.5U eq (C) for methyl H 1.2U eq (C) for other H atoms. The positions of methyl hydrogens were optimized rotationally.
Computing details
Data collection: APEX2 (Bruker, 2008 ); cell refinement: SAINT (Bruker, 2008) ; data reduction: SAINT (Bruker, 2008);  program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 for Windows (Farrugia, 2012) ; software used to prepare material for publication: SHELXL97 (Sheldrick, 2008) and PLATON (Spek, 2009 ).
Figure 1
The structure of showing the atom-numbering scheme. The displacement ellipsoids are drawn at the 30% probability Special details Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. Symmetry codes: (i) x+1/2, −y+1/2, z+1/2; (ii) −x+1, −y, −z; (iii) −x, −y, −z.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å

